Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.008 Å; R factor = 0.037; wR factor = 0.133; data-to-parameter ratio = 18.1.
In the title complex, [Sn(C 6 H 5 ) 3 (C 8 H 5 N 2 O 6 )(CH 3 OH)], the Sn(IV) ion is coordinated in a slightly distorted trigonalbipyramidal geometry by three phenyl ligands in the equatorial plane and by a 2-methyl-3,5-dinitrobenzenecarboxylato ligand and a methanol ligand at the apical sites. In the crystal, complex molecules are linked via intermolecular O-HÁ Á ÁO hydrogen bonds, forming chains along [100] .
Related literature
For the crystal structures of two triphenyltin complexes with a 2,3-dinitrobenzoate ligand, see: Azir-ur-Rehman et al. (2006) ; Win et al. (2006) . For the structure of a tin complex with a 2methylbenzoate ligand, see: Danish et al. (2010) . For applications of organotin compounds, see: Reisi et al. (2006) .
Experimental
Crystal data [Sn(C 6 H 5 ) 3 (C 8 Table 1 Hydrogen-bond geometry (Å , ).
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Comment
Triphenyltin hydroxide, chloride and acetate compounds are used against a number of fungal diseases to control the attacks of fungi on potato, sugar beat, onion and rice. They are used to protect against tropical diseases in coffee, cocoa and as antifouling agents in paint coating in ships (Reisi et al. 2006) . The title compound is a continuation of our research invovling the synthesis of new organotin compounds of potential biological activity (Danish et al., 2010) .
The molecular structure of the title compound is shown in Fig.1 . The structure contains discrete molecules. The central Sn atom is coordinated by three phenyl ligands, a dinitrotoluene carboxylate ligand and a methanol ligand. Three phenyl ligands coordinate the Sn atom through Sn-C bonds whose lengths fall in the narrow range of 2.122((5)Å to 2.132 (5) Å, which was earlier observed in triphenyl tin complexes (Azir-ur-Rehman et al., 2006; Win et al., 2006) . Experimental 0.124 g.(0.0005 mol) of sodium 3,5-dinitro-toluate and 0.192 g.(0.0005 mol) of triphenyltin chloride were suspended in dry methanol and refluxed for six hours. Sodium chloride, which was formed, was removed by filtration. The solid obtained from the concentration of the filtrate was repeatedly crystallized from chloroform until pale yellow single-crystal plates were found. M.p = 369 K. Yield 80%.
Refinement
The hydroxy group hydrogen atom was located in a difference map and was refined independently with an isotropic displacement parameter. H atoms boned to C atoms were placed in calculated positions with C-H = 0.93 and 0.96Å and treated as riding on the parent atoms with U iso (H)= 1.2U eq (C) or U iso (H)=1.5U eq (C methyl ). 
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) (6) C25-H25 0.9300 C11-C12 1.400 (6) C22-C23 1.394 (9) C11-C18 1.514 (6) C22-H22 0.9300 C12-C13 1.393 (6) C33-H33 0.9300 C12-C17 1.489 (7) C45-C44 1.369 (9) C21-C26 1.376 (7) C45-C46 1.367 (8) C21-C22 1.393 (7) C45-H45 0.9300 C31-C32 1.365 (7) C35-H35 0.9300 C15-C16 1.360 (7) C44-C43 1.367 (10) C15-C14 1.364 (8) C44-H44 0.9300 C15-N12 1.479 (7) C46-H46 0.9300 O12-C18 1.222 (6) C17-H171 0.9600 N12-O15 1.203 (7) C17-H172 0.9600 N12-O16 1.221 (7) C17-H173 0.9600 C41-C42 1.374 (7) C43-H43 0.9300 C41-C46 1.387 (7) C23-C24 1.364 (11) C16-H16 0.9300 C23-H23 0.9300 C42-C43 1.400 (8) C24-H24 0.9300 C42-H42 0.9300 O51-C51 1.401 (6) C13-C14 1.374 (7) O51-H51 0.81 (2) C13-N11 1.482 (7) C51-H51A 0.9600 C32-C33 1.382 (7) C51-H51B 0.9600 C32-H32 0.9300 C51-H51C 0.9600
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